	SUPPLEMENTARY TABLE 1. Results of gene ontology functional annotation

	Term
	Count
	P-value
	Genes
	False Discovery Rate corrected p-value

	Annotation Cluster 1: Enrichment Score: 12.29

	Extracellular region
	40
	2,432E-24
	TLN1, A2M, C5, IGKV1-16, CLU, PF4, C1S, MMRN1, CALR, PNP, CFP, TUBB, APOA2, APOB, APOA1, FGA, FCN3, APOE, AGT, FCN2, KLKB1, IGHV3-23, IGKV2-30, SERPINA1, THBS1, FN1, KNG1, CAMP, C4BPB, ECM1, FLNA, EMILIN1, IGHV3-7, APOL1, F5, TFRC, TUBA4A, CP, IGLV3-25, IGHV3-13
	2,996E-21

	Secreted
	35
	4,976E-17
	A2M, C5, IGKV1-16, CLU, PF4, MMRN1, CALR, PF4V1, CFP, APOA2, APOB, APOA1, FGA, FCN3, APOE, AGT, FCN2, KLKB1, IGHV3-23, IGKV2-30, SERPINA1, FN1, KNG1, CAMP, C4BPB, PIGR, ECM1, EMILIN1, IGHV3-7, APOL1, F5, TFRC, CP, IGLV3-25, IGHV3-13
	6,129E-14

	Extracellular space
	30
	6,425E-16
	ACTBL2, C5, CLU, PF4, ANPEP, CALR, PF4V1, CFP, APOB, APOA1, FGA, APOE, AGT, KLKB1, IGHV3-23, SERPINA1, THBS1, RPS27A, FN1, KNG1, CAMP, C4BPB, PIGR, ECM1, APOL1, F5, TFRC, MPO, CP, IGHV3-13
	8,216E-13

	Signal
	43
	3,669E-13
	A2M, C5, IGKV1-16, CLU, PF4, C1S, MMRN1, CALR, PF4V1, CFP, APOA2, APOB, APOA1, IGHV3-20, FGA, FCN3, APOE, AGT, FCN2, KLKB1, IGHV3-23, IGKV2-30, SERPINA1, THBS1, FN1, KNG1, F11R, IGHV4-4, CAMP, HLA-A, C4BPB, PIGR, ECM1, EMILIN1, IGKV1-8, IGHV3-7, APOL1, ITGA6, F5, MPO, CP, IGLV3-25, IGHV3-13
	4,520E-10

	Signal peptide
	36
	2,408E-12
	A2M, C5, CLU, PF4, C1S, MMRN1, CALR, PF4V1, CFP, APOA2, APOB, APOA1, FGA, FCN3, APOE, AGT, FCN2, KLKB1, IGHV3-23, SERPINA1, THBS1, FN1, KNG1, F11R, CAMP, HLA-A, C4BPB, PIGR, ECM1, EMILIN1, IGHV3-7, APOL1, ITGA6, F5, MPO, CP
	3,439E-09

	Disulfide bond
	38
	4,420E-12
	A2M, C5, IGKV1-16, CLU, ANPEP, PRDX2, PF4, C1S, MMRN1, CALR, PF4V1, CFP, APOA2, APOB, FGA, FCN3, AGT, FCN2, KLKB1, IGHV3-23, IGKV2-30, THBS1, FN1, KNG1, F11R, CAMP, HLA-A, C4BPB, PIGR, EMILIN1, IGHV3-7, ITGA6, F5, TFRC, MPO, IGLV3-25, CP, IGHV3-13
	5,444E-09

	Disulfide bond
	29
	1,071E-08
	A2M, C5, CLU, PRDX2, PF4, C1S, CALR, PF4V1, MMRN1, CFP, APOA2, APOB, FGA, KLKB1, THBS1, FN1, KNG1, F11R, CAMP, HLA-A, C4BPB, PIGR, EMILIN1, IGHV3-7, ITGA6, F5, TFRC, MPO, CP
	1,530E-05

	Glycoprotein
	36
	2,678E-07
	A2M, C5, CLU, ANPEP, C1S, CALR, PF4V1, MMRN1, CFP, APOA2, APOB, APOA1, FGA, FCN3, APOE, AGT, FCN2, KLKB1, RAC1, SERPINA1, THBS1, FN1, KNG1, F11R, HLA-A, C4BPB, PIGR, ECM1, EMILIN1, APOL1, ITGA6, F5, TFRC, HIST2H2BF, MPO, CP

	3,299E-04

	Glycosylation site:N-linked (GlcNAc...)
	31
	2,468E-06
	A2M, C5, CLU, ANPEP, C1S, CALR, MMRN1, CFP, APOB, FGA, FCN3, AGT, KLKB1, FCN2, SERPINA1, THBS1, FN1, KNG1, F11R, HLA-A, C4BPB, PIGR, ECM1, EMILIN1, IGHV3-7, APOL1, ITGA6, F5, TFRC, MPO, CP
	3,525E-03

	Annotation Cluster 2: Enrichment Score: 5,66

	Complement activation
	12
	3,20E-14
	CFP, IGHV3-7, FCN3, FCN2, C5, IGKV1-16, CLU, IGHV3-23, IGKV2-30, IGLV3-25, C1S, IGHV3-13
	4,915E-11

	Receptor-mediated endocytosis
	12
	1,45E-10
	IGHV3-7, APOB, APOL1, APOA1, APOE, IGKV1-16, IGHV3-23, IGKV2-30, IGLV3-25, CALR, CLTC, IGHV3-13
	2,225E-07

	Complement activation, classical pathway
	10
	1,67E-10
	IGHV3-7, C5, IGKV1-16, CLU, IGHV3-23, IGKV2-30, C4BPB, IGLV3-25, C1S, IGHV3-13
	2,561E-07

	Immunity
	14
	1,18E-08
	C5, CLU, HLA-A, C4BPB, C1S, CFP, IGHV3-7, FGA, FCN3, FCN2, IGHV3-23, IGKV2-30, IGLV3-25, IGHV3-13
	1,454E-05

	Serine-type endopeptidase activity
	11
	4,48E-08
	IGHV3-7, F5, FCN3, KLKB1, FCN2, IGKV1-16, IGHV3-23, IGKV2-30, IGLV3-25, C1S, IGHV3-13
	5,578E-05

	Antigen binding
	8
	1,33E-07
	IGHV3-7, FCN3, FCN2, IGKV1-16, IGHV3-23, IGKV2-30, IGLV3-25, IGHV3-13
	1,663E-04

	Proteolysis
	13
	4,86E-07
	PEF1, IGHV3-7, F5, FCN3, KLKB1, FCN2, IGKV1-16, IGHV3-23, IGKV2-30, ANPEP, IGLV3-25, C1S, IGHV3-13
	7,467E-04

	Immunoglobulin V region
	6
	6,02E-07
	IGHV3-7, IGKV1-16, IGHV3-23, IGKV2-30, IGLV3-25, IGHV3-13
	7,411E-04

	IGv
	11
	6,36E-07
	F11R, IGKV1-8, IGHV4-4, IGHV3-7, IGHV3-20, IGKV1-16, IGHV3-23, IGKV2-30, IGLV3-25, PIGR, IGHV3-13
	6,229E-04

	Immune response
	12
	6,71E-07
	CFP, IGHV3-7, IGKV1-16, IGHV3-23, IGKV2-30, HLA-A, PF4, IGLV3-25, THBS1, PF4V1, PNP, IGHV3-13
	1,032E-03

	Immunoglobulin V-set
	11
	3,51E-06
	F11R, IGKV1-8, IGHV4-4, IGHV3-7, IGHV3-20, IGKV1-16, IGHV3-23, IGKV2-30, IGLV3-25, PIGR, IGHV3-13
	4,482E-03

	Fc-epsilon receptor signaling pathway
	8
	6,14E-06
	IGHV3-7, IGKV1-16, RAC1, IGHV3-23, IGKV2-30, IGLV3-25, RPS27A, IGHV3-13
	9,444E-03

	Fc-gamma receptor signaling pathway involved in phagocytosis
	7
	1,04E-05
	IGHV3-7, IGKV1-16, RAC1, IGHV3-23, IGKV2-30, IGLV3-25, IGHV3-13
	0,016

	Immunoglobulin-like fold
	14
	4,84E-05
	IGHV4-4, F11R, IGKV1-16, HLA-A, PIGR, FLNA, IGKV1-8, IGHV3-7, IGHV3-20, IGHV3-23, IGKV2-30, IGLV3-25, IGHV3-13, FN1
	0,062

	Regulation of immune response
	7
	6,99E-05
	IGHV3-7, IGKV1-16, IGHV3-23, IGKV2-30, HLA-A, IGLV3-25, IGHV3-13
	0,107

	Immunoglobulin-like domain
	12
	1,37E-04
	F11R, IGKV1-8, IGHV4-4, IGHV3-7, IGHV3-20, IGKV1-16, IGHV3-23, IGKV2-30, HLA-A, IGLV3-25, PIGR, IGHV3-13
	0,174

	Adaptive immunity
	6
	3,17E-04
	IGHV3-7, FGA, IGHV3-23, IGKV2-30, IGLV3-25, IGHV3-13
	0,389

	Immunoglobulin domain
	9
	5,19E-04
	F11R, IGHV3-7, IGKV1-16, IGHV3-23, IGKV2-30, HLA-A, IGLV3-25, PIGR, IGHV3-13
	0,637

	Immunoglobulin subtype
	7
	0,011059872
	F11R, IGHV3-7, IGKV1-16, IGKV2-30, IGLV3-25, PIGR, IGHV3-13
	13,245

	IG
	7
	0,032637766
	F11R, IGHV3-7, IGKV1-16, IGKV2-30, IGLV3-25, PIGR, IGHV3-13
	27,752
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